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paragraphs is appended hereto under the title "VERSION WITH MARKINGS TO SHOW 
CHANGES MADE," pursuant to 37 C.F.R. §§ 1.121(b)(l)(iii). 



IN THE SPECIFICATION: 



[00*911 Figure 6: Nucleic acid sequences of contig 1 (SEQ ID NO: 10), contig 2 (SEQ ID 
NO:l 1), contig 3 (SEQ ID NO:12), contig 4 (SEQ ID NO:13), contig 5 (SEQ ID NO:14), contig 6 
(SEQ ID NO: 15), contig 7 (SEQ ED NO: 16), contig 8 (SEQ ID NO: 17), contig 9 (SEQ ID NO: 18), 
contig 10(SEQ ID NO:19), contig 19(SEQEDNO:20),contig20(SEQEDNO:21),contig21 (SEQ 
ID NO:22), contig 22 (SEQ ID NO:23), contig 23 (SEQ ED NO:24), contig 24 (SEQ ED NO:25), 
contig 25 (SEQ ID NO:26), contig 26 (SEQ ED NO:27), contig 27 (SEQ ED NO:28), contig 28 (SEQ 
ED NO:29), contig 29 (SEQ ED NO:30), contig 30 (SEQ ED NO:31), contig 31 (SEQ ED NO:32), 
contig 32 (SEQ ED NO:33), contig 33 (SEQ ED NO:34), contig 34 (SEQ ED NO:35), contig 35 (SEQ 
ED NO:36), contig 36 (SEQ ED NO:37), contig 37 (SEQ ED NO:38), contig 38 (SEQ ED NO:39), 
contig 39 (SEQ ED NO:40), contig 40 (SEQ ED NO:41), contig 41 (SEQ ED NO:42), contig 42 (SEQ 
ED NO:43), contig 43 (SEQ ED NO:44), contig 44 (SEQ ED NO:45), contig 45 (SEQ ED NO:46), 
contig 46 (SEQ ED NO:47), contig 47 (SEQ ED NO:48), contig 48 (SEQ ED NO:49), contig 49 (SEQ 
ID NO:50), contig 50 (SEQ ED NO:51), contig 51 (SEQ ED NO:52), contig 52 (SEQ ED NO:53), 
contig 53 (SEQ ED NO:54), contig 54 (SEQ ED NO:55), contig 55 (SEQ ED NO:56), contig 56 (SEQ 
ED NO:57), contig 57 (SEQ ED NO:58), contig 58 (SEQ ED NO:59), contig 59 (SEQ ED NO:60), 
contig 60 (SEQ ED NO:61), contig 61 (SEQ ED NO:62), contig 62 (SEQ ED NO:63), contig 63 (SEQ 
ED NO:64), contig 64 (SEQ ED NO:65), contig 65 (SEQ ED NO:66), contig 66 (SEQ ED NO:67), 
contig 67 (SEQ ED NO:68), contig 68 (SEQ ED NO:69), contig 69 (SEQ ED NO:70), contig 70 (SEQ 
ED NO:71), contig 71 (SEQ ED NO:72), contig 72 (SEQ ED NO:73), contig 73 (SEQ ED NO:74), 
contig 74 (SEQ ED NO:75), contig 75 (SEQ ED NO:76), contig 76 (SEQ ID NO:77), contig 77 (SEQ 
ED NO:78), contig 78 (SEQ ED NO:79), contig 79 (SEQ ED NO:80), contig 80 (SEQ ED NO:81), 
contig 8 1 (SEQ ED NO:82), contig 82 (SEQ ED NO:83), contig 83 (SEQ ED NO:84), contig 84 (SEQ 
ED NO:85), contig 85 (SEQ ED NO:86), contig 86 (SEQ ED NO:87), contig 87 (SEQ ED NO:88), 
contig 88 (SEQ ED NO:89), contig 89 (SEQ ED NO:90), contig 90 (SEQ ED NO:91), contig 91 (SEQ 
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ID NO:92), contig 92 (SEQ ED.NO:93), contig 93 (SEQ ID NO:94), contig 94 (SEQ ID NO:95), 
contig 95 (SEQ ID NO:96), contig 96 (SEQ ED NO:97), contig 97, (SEQ ID NO:98), contig 98 (SEQ 
ID NO:99), contig 99 (SEQ ID NO:100), contig 100 (SEQ ID NO:101), contig 101 (SEQ ID 
NO:102), contig 102 (SEQ ID NO:103), contig 103 (SEQ ID NO:104), contig 104 (SEQ ED 
NO:105), contig 105 (SEQ ID NO:106), contig 106 (SEQ ID NO:107), contig 107 (SEQ ID 
NO:108), contig 108 (SEQ ID NO:109), contig 109 (SEQ ID NO:110), contig 110 (SEQ ED 
NO: 111), contig 111 (SEQ ED NO: 112), contig 112 (SEQ ID NO: 11 3), contig 113 (SEQ ED 
NO:114), contig 114 (SEQ ID NO:115), and contig 115 (SEQ ID NO:l 16) derived from BAC- 
PIGF2-1, which was shotgun sequenced using standard procedures and automatic sequencers. 

10021] Figure 8: Nucleic acid sequences of contig 1 (SEQ ID NO: 11 7), contig 2 (SEQ ED 
NO: 1 1 8), contig 3 (SEQ ID NO: 1 19), contig 4 (SEQ ID NO:120), contig 5 (SEQ ID NO:121), contig 
6 (SEQ ED NO:122), and contig 7 (SEQ ID NO:123) derived from BAC-PIGF2-2, (the 24 Kb Notl 
fragment not present in BAC-PIGF2-1), which was subcloned and sequenced using the EZ::TN 
transposon approach and ABI automatic sequencers. 

[00231] Figure 10: DNA sequence polymorphisms in the IGF2 and flanking loci from 
genomic DNA isolated from Pietrain, Large White and Wild Boar individuals. Polymorphisms 1 
through 4 occur in contig 3 (SEQ ID NO: 12), polymorphisms 5 through 23 occur in contig 4 (SEQ 
ID NO: 13), polymorphisms 24 through 28 occur in contig 10 (SEQ ED NO: 19), polymorphism 29 
occurs in contig 57 (SEQ ID NO:58), polymorphism 20 occurs in contig 95 (SEQ ID NO:96), and 
polymorphism 31 occurs in contig 105 (SEQ ID NO: 106). 



[0053] Isolation of an IGF2 BAC clone and fluorescent in situ hybridisation (FISH). IGF2 
primers (F:5'- GGCAAGTTCTTCCGCTAATGA-3 ' (SEQ ED NO:l) and R.5' - 
GCACCGCAGAATTACGAC AA-3 ' (SEQ ED NO:2)) for PCR amplification of a part of the last 
exon and 3 'UTR were designed on the basis of a porcine IGF2 cDNA sequence (GenBank X56094). 
The primers were used to screen a porcine BAC library and the clone 253G10 was isolated. Crude 
BAC DNA was prepared as described 24 . The BAC DNA was linearized with EcoKV and purified 
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